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Supplementary Figure 1. Electron microscopy of two conformations of the human 
RuvBL1-RuvBL2 complex. (A) The resolution of the 3D reconstructions for the 
compact and stretched conformations obtained after negative stain was evaluated using 
the Fourier Shell Correlation (FSC) method, and estimated using a 0.5 FSC cutoff as 26 
Å and 30 Å respectively. (B) Fitting of the atomic structure of RuvBL1 (PDB 2C9O) 
and the truncated RuvBL1-RuvBL2 dodecamer (PDB 2XSZ) into the EM map of the 
compact conformation. Correlation values between the EM reconstruction and the 
crystal structures are indicated. Scale bar represents 2.5 nm. (C) Fitting of the atomic 
structure of the truncated RuvBL1-RuvBL2 dodecamer (PDB 2XSZ) into the EM map 
of the stretched conformation. The correlation value between the EM reconstruction and 
the crystal structure is indicated. Scale bar, 2.5 nm. 
 
  
 
